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Method Development and Adaptation of Salmonella spp. Confirmation and Serotyping by Matrix-

assisted laser desorption/ionization time-of-flight mass spectrometry to Routine Analysis.

Watchara Janwatcharagan1 Nattaphon Busayarat1

Abstract

Salmonella enterica is a major cause of worldwide food poisoning. Salmonella is
divided by 2,500 serovars, one of them which important to food manufacturing and detection of
them in ready to eat food and raw poultry meat are Salmonella enterica serovar Typhimurium and
Enteritidis. Recent analytical method is a phenotypic biochemical test that required 10-12 days until
serovar identification process finished, then we brings a Matrix-assisted laser desorption/ionization
time-of-flight mass spectrometry (MALDI-TOF MS) to assist the microbial identification. Samples are
came from local slaughter house and fresh market in Thailand provinces totally 560 samples, in this
amount we found Salmonella enteric contamination 108 samples, classified as Salmonella enteric
serovar Typhimurium and Enteritidis amount of 7 samples (1.25%). A modern technology in
bacterial identification can improved an analytical process significantly especially time reduction

and in depth analysis which serve food safety regulations and requirement excellently.

Keywords MALDI-TOF MS, Salmonella enterica, Method adaptation

1Laboratory analyst of Bureau of Quality Control of Livestock Products, Bangkadee, Mueng Pathum-
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